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10 20 30 40 50 60 70

TGGAAGGGCTAATTCACTCCCAAAGAAGACAAGATATCCTTGATCTGTGGATCTACCACACACAAGGCTAC

G0280976-1.

seq(1>8172)

—> [ TGGAAGGGCTAATTCACTCCCAAAGAAGACAAGATATCCTTGATCTGTGGATCTACCACACACAAGGCTA(

80 90 100 110 120 130 140

TTCCCTGATTAGCAGAACTACACACCAGGGCCAGGGGTCAGATATCCACTGACCTTTGGATGGTGCTACAA

G0280976-1.

seq(1>8172)

—> [ TTCCCTGATTAGCAGAACTACACACCAGGGCCAGGGGTCAGATATCCACTGACCTTTGGATGGTGCTACAA

150 160 170 180 190 200 210

GCTAGTACCAGTTGAGCCAGATAAGGTAGAAGAGGCCAATAAAGGAGAGAACACCAGCTTGTTACACCCTG

G0280976-1.

seq(1>8172)

—> [ GCTAGTACCAGT TGAGCCAGATAAGGTAGAAGAGGCCAATAAAGGAGAGAACACCAGCTTGTTACACCCTQ

220 230 240 250 260 270 280

TGAGCCTGCATGGGATGGATGACCCGGAGAGAGAAGTGTTAGAGTGGAGGT TTGACAGCCGCCTAGCATTT

G0280976-1.

seq(1>8172)

—> [ TGAGCCTGCATGGGATGGATGACCCGGAGAGAGAAGTGT TAGAGTGGAGGT T TGACAGCCGCCTAGCATTT]

290 300 310 320 330 340 350

CATCACGTGGCCCGAGAGCTGCATCCGGAGTACTTCAAGAACTGCTGATATCGAGCTTGCTACAAGGGACT

G0280976-1.

seq(1>8172)

—> | CATCACGTGGCCCGAGAGCTGCATCCGGAGTACTTCAAGAACTGCTGATATCGAGCTTGCTACAAGGGACT|

360 370 380 390 400 410 420

TTCCGCTGGGGACTTTCCAGGGAGGCGTGGCCTGGGCGGGACTGGGGAGTGGCGAGCCCTCAGATCCTGCA

G0280976-1.

seq(1>8172)

—> [ TTCCGCTGGGGACTT TCCAGGGAGGCGTGGCCTGGGCGGGACTGGGGAGTGGCGAGCCCTCAGATCCTGCA

430 440 450 460 470 480 490

TATAAGCAGCTGCTTTTTGCCTGTACTGGGTCTCTCTGGTTAGACCAGATCTGAGCCTGGGAGCTCTCTGG

G0280976-1.

seq(1>8172)

—> [ TATAAGCAGCTGCTTTTTGCCTGTACTGGGTCTCTCTGGT TAGACCAGATCTGAGCCTGGGAGCTCTCTGQ

500 510 520 530 540 550 560

CTAACTAGGGAACCCACTGCTTAAGCCTCAATAAAGCTTGCCTTGAGTGCTTCAAGTAGTGTGTGCCCGTC

G0280976-1.

seq(1>8172)

—> [ CTAACTAGGGAACCCACTGCTTAAGCCTCAATAAAGCTTGCCTTGAGTGCTTCAAGTAGTGTIGIGCCCGTQ
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570 580 590 600 610 620 630

TGTTGTGTGACTCTGGTAACTAGAGATCCCTCAGACCCTTTTAGTCAGTGTGGAAAATCTCTAGCAGTGGC

G0280976-1.

seq(1>8172)

—> [ TGTTGTGTGACTCTGGTAACTAGAGATCCCTCAGACCCTTTTAGTCAGTGTGGAAAATCTCTAGCAGTGG(

640 650 660 670 680 690 700 710

GCCCGAACAGGGACTTGAAAGCGAAAGGGAAACCAGAGGAGCTCTCTCGACGCAGGACTCGGCTTGCTGAA

G0280976-1.

seq(1>8172)

—> | GCCCGAACAGGGACTTGAAAGCGAAAGGGAAACCAGAGGAGCTCTCTCGACGCAGGACTCGGCTTGCTGAA

720 730 740 750 760 770 780

GCGCGCACGGCAAGAGGCGAGGGGCGGCGACTGGTGAGTACGCCAAAAATTTTGACTAGCGGAGGCTAGAA

G0280976-1.

seq(1>8172)

—> | GCGCGCACGGCAAGAGGCGAGGGGCGGCGACTGGTGAGTACGCCAAAAATTTTGACTAGCGGAGGCTAGAA

790 800 810 820 830 840 850

GGAGAGAGATGGGTGCGAGAGCGTCAGTATTAAGCGGGGGAGAATTAGATCGCGATGGGAAAAAATTCGGT

G0280976-1.

seq(1>8172)

—> [ GGAGAGAGATGGGTGCGAGAGCGTCAGTATTAAGCGGGGGAGAATTAGATCGCGATGGGAAAAAATTCGGT]

860 870 880 890 900 910 920

TAAGGCCAGGGGGAAAGAAAAAATATAAATTAAAACATATAGTATGGGCAAGCAGGGAGCTAGAACGATTC

G0280976-1.

seq(1>8172)

—> | TAAGGCCAGGGGGAAAGAAAAAATATAAATTAAAACATATAGTATGGGCAAGCAGGGAGCTAGAACGATT(

930 940 950 960 970 980 990

GCAGTTAATCCTGGCCTGTTAGAAACATCAGAAGGCTGTAGACAAATACTGGGACAGCTACAACCATCCCT

G0280976-1.

seq(1>8172)

—> [ GCAGTTAATCCTGGCCTGT TAGAAACATCAGAAGGCTGTAGACAAATACTGGGACAGCTACAACCATCCCT]

1000 1010 1020 1030 1040 1050 1060

TCAGACAGGATCAGAAGAACTTAGATCATTATATAATACAGTAGCAACCCTCTATTGTGTGCATCAAAGGA

G0280976-1.

seq(1>8172)

—> [ TCAGACAGGATCAGAAGAACTTAGATCATTATATAATACAGTAGCAACCCTCTATTGTGTGCATCAAAGGA

1070 1080 1090 1100 1110 1120 1130

TAGAGATAAAAGACACCAAGGAAGCTTTAGACAAGATAGAGGAAGAGCAAAACAAAAGTAAGACCACCGCA

G0280976-1.

seq(1>8172)

—> [ TAGAGATAAAAGACACCAAGGAAGCT T TAGACAAGATAGAGGAAGAGCAAAACAAAAGTAAGACCACCGCA
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1140 1150 1160 1170 1180 1190 1200

CAGCAAGCGGCCGGCCGCTGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTA

G0280976-1.

seq(1>8172)

—> [ CAGCAAGCGGCCGGCCGCTGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTA

1210 1220 1230 1240 1250 1260 1270

TATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA

G0280976-1.

seq(1>8172)

—> [ TATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA

1280 1290 1300 1310 1320 1330 1340

GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGG

G0280976-1.

seq(1>8172)

—> [ GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGT TCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGQ

1350 1360 1370 1380 1390 1400 1410 142(

GCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGAACAAT

G0280976-1.

seq(1>8172)

—> [ GCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGAACAAT]

1430 1440 1450 1460 1470 1480 1490

TTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATCAAGCAGCTCCAGGC

G0280976-1.

seq(1>8172)

—> | TTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATCAAGCAGCTCCAGGA

1500 1510 1520 1530 1540 1550 1560

AAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGAAAAC

G0280976-1.

seq(1>8172)

—> [ AAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGT TGCTCTGGAAAAQ

1570 1580 1590 1600 1610 1620 1630

TCATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGGAACAGATTTGGAATCAC

G0280976-1.

seq(1>8172)

—> [ TCATTTGCACCACTGCTGTGCCTTGGAATGCTAGT TGGAGTAATAAATCTCTGGAACAGATTTGGAATCAQ

1640 1650 1660 1670 1680 1690 1700

ACGACCTGGATGGAGTGGGACAGAGAAATTAACAATTACACAAGCTTAATACACTCCTTAATTGAAGAATC

G0280976-1.

seq(1>8172)

—> [ ACGACCTGGATGGAGTGGGACAGAGAAATTAACAATTACACAAGCTTAATACACTCCT TAATTGAAGAAT(
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1710 1720 1730 1740 1750 1760 1770

GCAAAACCAGCAAGAAAAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGTTTGTGGAATTGGT

G0280976-1.

seq(1>8172)

—> [ GCAAAACCAGCAAGAAAAGAATGAACAAGAATTATTGGAATTAGATAAATGGGCAAGT TTGTGGAATTGGT]

1780 1790 1800 1810 1820 1830 1840

TTAACATAACAAATTGGCTGTGGTATATAAAATTATTCATAATGATAGTAGGAGGCTTGGTAGGTTTAAGA

G0280976-1.

seq(1>8172)

—> [ TTAACATAACAAATTGGCTGTGGTATATAAAATTATTCATAATGATAGTAGGAGGCTTGGTAGGT T TAAGA

1850 1860 1870 1880 1890 1900 1910

ATAGTTTTTGCTGTACTTTCTATAGTGAATAGAGTTAGGCAGGGATATTCACCATTATCGTTTCAGACCCA

G0280976-1.

seq(1>8172)

—> | ATAGTTTTTGCTGTACTTTCTATAGTGAATAGAGT TAGGCAGGGATATTCACCATTATCGTTTCAGACCCA

1920 1930 1940 1950 1960 1970 1980

CCTCCCAACCCCGAGGGGACCCGACAGGCCCGAAGGAATAGAAGAAGAAGGTGGAGAGAGAGACAGAGACA

G0280976-1.

seq(1>8172)

—> | CCTCCCAACCCCGAGGGGACCCGACAGGCCCGAAGGAATAGAAGAAGAAGGTGGAGAGAGAGACAGAGACA

1990 2000 2010 2020 2030 2040 2050

GATCCATTCGATTAGTGAACGGATCTCGACGGTATCGCCTTTAAAAGAAAAGGGGGGATTGGGGGGTACAG

G0280976-1

.seq(1>8172)

—> [ GATCCATTCGATTAGTGAACGGATCTCGACGGTATCGCCTT TAAAAGAAAAGGGGGGATTGGGGGGTACAQ

2060 2070 2080 2090 2100 2110 2120 213(

TGCAGGGGAAAGAATAGTAGACATAATAGCAACAGACATACAAACTAAAGAATTACAAAAACAAATTACAA

G0280976-1.

seq(1>8172)

—> [ TGCAGGGGAAAGAATAGTAGACATAATAGCAACAGACATACAAACTAAAGAAT TACAAAAACAAATTACAA

2140 2150 2160 2170 2180 2190 2200

AAATTCAAAATTTTCGGGTTTATTACAGGGACAGCAGAGATCCAGTTTATCGATAAGCTTGGGAGTTCCGC

G0280976-1

.seq(1>8172)

—> [ AAATTCAAAATTTTCGGGTTTATTACAGGGACAGCAGAGATCCAGTTTATCGATAAGCTTGGGAGTTCCG(

2210 2220 2230 2240 2250 2260 2270

GTTACATAACTTACGGTAAATGGCCCGCCTGGCTGACCGCCCAACGACCCCCGCCCATTGACGTCAATAAT

G0280976-1.

seq(1>8172)

—> [ GTTACATAACTTACGGTAAATGGCCCGCCTGGCTGACCGCCCAACGACCCCCGCCCATTGACGTCAATAAT]
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2280 2290 2300 2310 2320 2330 2340

GACGTATGTTCCCATAGTAACGCCAATAGGGACTTTCCATTGACGTCAATGGGTGGAGTATTTACGGTAAA
G0280976-1.seq(1>8172) —> | GACGTATGTTCCCATAGTAACGCCAATAGGGACTTTCCATTGACGTCAATGGGTGGAGTATTTACGGTAAA

2350 2360 2370 2380 2390 2400 2410

CTGCCCACTTGGCAGTACATCAAGTGTATCATATGCCAAGTACGCCCCCTATTGACGTCAATGACGGTAAA
G0280976-1.seq(1>8172) —> | CTGCCCACTTGGCAGTACATCAAGTGTATCATATGCCAAGTACGCCCCCTATTGACGTCAATGACGGTAAA

2420 2430 2440 2450 2460 2470 2480

TGGCCCGCCTGGCATTATGCCCAGTACATGACCTTATGGGACTTTCCTACTTGGCAGTACATCTACGTATT

G0280976-1.seq(1>8172) —> [ TGGCCCGCCTGGCATTATGCCCAGTACATGACCTTATGGGACTTTCCTACTTGGCAGTACATCTACGTATT]

2490 2500 2510 2520 2530 2540 2550

AGTCATCGCTATTACCATGGTGATGCGGTTTTGGCAGTACATCAATGGGCGTGGATAGCGGTTTGACTCAC
G0280976-1.seq(1>8172) —> [ AGTCATCGCTATTACCATGGTGATGCGGT T TTGGCAGTACATCAATGGGCGTGGATAGCGGT T TGACTCAQ

2560 2570 2580 2590 2600 2610 2620

GGGGATTTCCAAGTCTCCACCCCATTGACGTCAATGGGAGTTTGTTTTGGCACCAAAATCAACGGGACTTT

G0280976-1.seq(1>8172) —> [ GGGGATTTCCAAGTCTCCACCCCATTGACGTCAATGGGAGTTTGTTTTGGCACCAAAATCAACGGGACTTT]

2630 2640 2650 2660 2670 2680 2690

CCAAAATGTCGTAACAACTCCGCCCCATTGACGCAAATGGGCGGTAGGCGTGTACGGTGGGAGGTCTATAT

G0280976-1.seq(1>8172) —> [ CCAAAATGTCGTAACAACTCCGCCCCATTGACGCAAATGGGCGGTAGGCGTGTACGGTGGGAGGTCTATAT]

2700 2710 2720 2730 2740 2750 2760

AAGCAGAGCTCGTTTAGTGAACCGTCAGATCGCCTGGAGACGCCATCCACGCTGTTTTGACCTCCATAGAA

G0280976-1.seq(1>8172) —> | AAGCAGAGCTCGTTTAGTGAACCGTCAGATCGCCTGGAGACGCCATCCACGCTGTTTTGACCTCCATAGAA
D05-D49191-G0280976-1_PEGFP-N-5.ab1(1>795)— GGAGACGCCATCCACGCTGTTTTGACCTCCATAGAA

2770 2780 2790 2800 2810 2820 2830 284(

GACACCGACTCTACTAGAGGATCTATTTCCGGTGAATTCCTCGAGACTAGTTCTAGAGCGGCCGCGGATCC

G0280976-1.seq(1>8172) —> | GACACCGACTCTACTAGAGGATCTATTTCCGGTGAATTCCTCGAGACTAGTTCTAGAGCGGCCGCGGATC
D05-D49191-G0280976-1 PEGFP-N-5.ab1(1>795)—> | GACACCGACTCTACTAGAGGATCTATTTCCGGTGAATTCCTCGAGACTAGTTCTAGAGCGGCCGCGGATC
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2850 2860 2870 2880 2890 2900 2910

CGCCCCTCTCCCTCCCCCCCCCCTAACGTTACTGGCCGAAGCCGCTTGGAATAAGGCCGGTGTGCGTTTGT

G0280976-1.seq(1>8172) —> | CGCCCCTCTCCCTCCCCCCCCCCTAACGTTACTGGCCGAAGCCGCTTGGAATAAGGCCGGTGTGCGTTTG
D05-D49191-G0280976-1_ PEGFP-N-5.ab1(1>795)— | CGCCCCTCTCCCTCCCCCCCCCCTAACGTTACTGGCCGAAGCCGCTTGGAATAAGGCCGGTGTGCGTTTG
| 29|20 | 29|30 | 29|40 | 29|50 | 29|60 | 29|7O | 29|8O
CTATATGTTATTTTCCACCATATTGCCGTCTTTTGGCAATGTGAGGGCCCGGAAACCTGGCCCTGTCTTCT

G0280976-1.seq(1>8172) o

D05-D49191-G0280976-1_PEGFP-N-5.

ab1(1>795)—

CTATATGTTATTTTCCACCATATTGCCGTCTTTTGGCAATGTGAGGGCCCGGAAACCTGGCCCTGTCTTC
CTATATGTTATTTTCCACCATATTGCCGTCTTTTGGCAATGTGAGGGCCCGGAAACCTGGCCCTGTCTTC

2990 3000 3010 3020 3030 3040 3050

TGACGAGCATTCCTAGGGGTCTTTCCCCTCTCGCCAAAGGAATGCAAGGTCTGTTGAATGTCGTGAAGGAA

G0280976-1.seq(1>8172) —> [ TGACGAGCATTCCTAGGGGTCTTTCCCCTCTCGCCAAAGGAATGCAAGGTCTGTTGAATGTCGTGAAGGAA
D05-D49191-G0280976-1_ PEGFP-N-5_ab1(1>795)— | TGACGAGCATTCCTAGGGGTCTTTCCCCTCTCGCCAAAGGAATGCAAGGTCTGTTGAATGTCGTGAAGGAA
3060 3070 3080 3090 3100 3110 3120
GCAGTTCCTCTGGAAGCTTCTTGAAGACAAACAACGTCTGTAGCGACCCTTTGCAGGCAGCGGAACCCCCC
60280976-1.seq(1>8172) —> [ GCAGTTCCTCTGGAAGCTTCT TGAAGACAAACAACGTCTGTAGCGACCCT T TGCAGGCAGCGGAACCCCC
D05-D49191-G0280976-1_PEGFP-N-5_ab1(1>795)— | GCAGTTCCTCTGGAAGCTTCTTGAAGACAAACAACGTCTGTAGCGACCCTTTGCAGGCAGCGGAACCCCC
3130 3140 3150 3160 3170 3180 3190
ACCTGGCGACAGGTGCCTCTGCGGCCAAAAGCCACGTGTATAAGATACACCTGCAAAGGCGGCACAACCCC
60280976-1.seq(1>8172) —> [ ACCTGGCGACAGGTGCCTCTGCGGCCAAAAGCCACGTGTATAAGATACACC TGCAAAGGCGGCACAACCC
D05-D49191-G0280976-1_PEGFP-N-5_ab1(1>795)— | ACCTGGCGACAGGTGCCTCTGCGGCCAAAAGCCACGTGTATAAGATACACCTGCAAAGGCGGCACAACCC
3200 3210 3220 3230 3240 3250 3260
AGTGCCACGTTGTGAGTTGGATAGTTGTGGAAAGAGTCAAATGGCTCACCTCAAGCGTATTCAACAAGGGG
60280976-1.seq(1>8172) —> [ AGTGCCACGTTGTGAGTTGGATAGTTGTGGAAAGAGTCAAATGGC TCACCTCAAGCGTATTCAACAAGGG
D05-D49191-G0280976-1_PEGFP-N-5_ab1(1>795)— | AGTGCCACGTTGTGAGTTGGATAGTTGTGGAAAGAGTCAAATGGCTCACCTCAAGCGTATTCAACAAGGG
3270 3280 3290 3300 3310 3320 3330
CTGAAGGATGCCCAGAAGGTACCCCATTGTATGGGATCTGATCTGGGGCCTCGGTGCACATGCTTTACATG
60280976-1.seq(1>8172) =

D05-D49191-G0280976-1_PEGFP-N-5.

ab1(1>795)—

CTGAAGGATGCCCAGAAGGTACCCCATTGTATGGGATCTGATCTGGGGCCTCGGTGCACATGCTTTACAT
CTGAAGGATGCCCAGAAGGTACCCCATTGTATGGGATCTGATCTGGGGCCTCGGTGCACATGCTTTACAT




202377 H18H E M= 12:24 Page 7
Project: G0280976-1.SQD Contig 1

3340 3350 3360 3370 3380 3390 3400

TGTTTAGTCGAGGTTAAAAAACGTCTAGGCCCCCCGAACCACGGGGACGTGGTTTTCCTTTGAAAAACACG
G0280976-1.seq(1>8172) —> | TGTTTAGTCGAGGTTAAAAAACGTCTAGGCCCCCCGAACCACGGGGACGTGGTTTTCCTTTGAAAAACAC
D05-D49191-G0280976-1_PEGFP-N-5.ab1(1>795)—> | TGTTTAGTCGAGGTTAAAAAACGTCTAGGCCCCCCGAACCACGGGGACGTGGTTTTCCTTTGAAAAACAC

3410 3420 3430 3440 3450 3460 3470

ATGATAATATGGTGAGCAAGGGCGAGGAGGATAACATGGCCATCATCAAGGAGTTCATGCGCTTCAAGGTG
G0280976-1.seq(1>8172) —> | ATGATAATATGGTGAGCAAGGGCGAGGAGGATAACATGGCCATCATCAAGGAGTTCATGCGCTTCAAGGT
D05-D49191-G0280976-1_PEGFP-N-5.ab1(1>795)—> | ATGATAATATGGTGAGCAAGGGCGAGGAGGATAACATGGCCATCATCAAGGAGTTCATGCGCTTCAAGGT:!

3480 3490 3500 3510 3520 3530 3540 355(

CACATGGAGGGCTCCGTGAACGGCCACGAGTTCGAGATCGAGGGCGAGGGCGAGGGCCGCCCCTACGAGGG
G0280976-1.seq(1>8172) —> | CACATGGAGGGCTCCGTGAACGGCCACGAGTTCGAGATCGAGGGCGAGGGCGAGGGCCGCCCCTACGAGG
D05-D49191-G0280976-1_PEGFP-N-5.ab1(1>795)—> | CACATGGAGGGCTCCGTGAACGGCCACGAGTTCGAGATCGAGGGCGAGG

3560 3570 3580 3590 3600 3610 3620

CACCCAGACCGCCAAGCTGAAGGTGACCAAGGGTGGCCCCCTGCCCTTCGCCTGGGACATCCTGTCCCCTC
G0280976-1.seq(1>8172) —> [ CACCCAGACCGCCAAGCTGAAGGTGACCAAGGGTGGCCCCCTGCCCTTCGCCTGGGACATCCTGTCCCCT(

3630 3640 3650 3660 3670 3680 3690

AGTTCATGTACGGCTCCAAGGCCTACGTGAAGCACCCCGCCGACATCCCCGACTACTTGAAGCTGTCCTTC
G0280976-1.seq(1>8172) —> [ AGTTCATGTACGGCTCCAAGGCCTACGTGAAGCACCCCGCCGACATCCCCGACTACTTGAAGCTGTCCTT(

3700 3710 3720 3730 3740 3750 3760

CCCGAGGGCTTCAAGTGGGAGCGCGTGATGAACT TCGAGGACGGCGGCGTGGTGACCGTGACCCAGGACTC
G0280976-1.seq(1>8172) —> [ CCCGAGGGCTTCAAGTGGGAGCGCGTGATGAACT TCGAGGACGGCGGCGTGGTGACCGTGACCCAGGACT(

3770 3780 3790 3800 3810 3820 3830

CTCCCTGCAGGACGGCGAGTTCATCTACAAGGTGAAGCTGCGCGGCACCAACTTCCCCTCCGACGGCCCCG
G0280976-1.seq(1>8172) —> [ CTCCCTGCAGGACGGCGAGT TCATCTACAAGGTGAAGCTGCGCGGCACCAACTTCCCCTCCGACGGCCCCQ

3840 3850 3860 3870 3880 3890 3900

TAATGCAGAAGAAGACCATGGGCTGGGAGGCCTCCTCCGAGCGGATGTACCCCGAGGACGGCGCCCTGAAG
G0280976-1.seq(1>8172) —> [ TAATGCAGAAGAAGACCATGGGCTGGGAGGCCTCCTCCGAGCGGATGTACCCCGAGGACGGCGCCCTGAAQ
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3910 3920 3930 3940 3950 3960 3970

GGCGAGATCAAGCAGAGGCTGAAGCTGAAGGACGGCGGCCACTACGACGCTGAGGTCAAGACCACCTACAA

G0280976-1.

seq(1>8172)

GGCGAGATCAAGCAGAGGCTGAAGCTGAAGGACGGCGGCCACTACGACGCTGAGGTCAAGACCACCTACAA

3980 3990 4000 4010 4020 4030 4040

GGCCAAGAAGCCCGTGCAGCTGCCCGGCGCCTACAACGTCAACATCAAGTTGGACATCACCTCCCACAACG

G0280976-1.

seq(1>8172)

GGCCAAGAAGCCCGTGCAGCTGCCCGGCGCCTACAACGTCAACATCAAGT TGGACATCACCTCCCACAACH

4050 4060 4070 4080 4090 4100 4110

AGGACTACACCATCGTGGAACAGTACGAACGCGCCGAGGGCCGCCACTCCACCGGCGGCATGGACGAGCTG

G0280976-1

.seq(1>8172)

- |

AGGACTACACCATCGTGGAACAGTACGAACGCGCCGAGGGCCGCCACTCCACCGGCGGCATGGACGAGCTA

4120 4130 4140 4150 4160 4170 4180

TACAAGTGAACGCGTCTGGAACAATCAACCTCTGGATTACAAAATTTGTGAAAGATTGACTGGTATTCTTA

G0280976-1.

seq(1>8172)

—> [ TACAAGTGAACGCGTCTGGAACAATCAACCTCTGGATTACAAAATTTGTGAAAGATTGACTGGTATTCTTA

4190 4200 4210 4220 4230 4240 4250 426(

ACTATGTTGCTCCTTTTACGCTATGTGGATACGCTGCTTTAATGCCTTTGTATCATGCTATTGCTTCCCGT

G0280976-1.

seq(1>8172)

—> [ ACTATGTTGCTCCTTTTACGCTATGTGGATACGCTGCTTTAATGCCTTTGTATCATGCTATTGCT TCCCGT]

4270 4280 4290 4300 4310 4320 4330

ATGGCTTTCATTTTCTCCTCCTTGTATAAATCCTGGTTGCTGTCTCTTTATGAGGAGTTGTGGCCCGTTGT

G0280976-1.

seq(1>8172)

—> [ ATGGCTTTCATTTTCICCTCCTTGTATAAATCCTGGTTGCTGICTCTTTATGAGGAGT TGTGGCCCGTTGT

4340 4350 4360 4370 4380 4390 4400

CAGGCAACGTGGCGTGGTGTGCACTGTGTTTGCTGACGCAACCCCCACTGGTTGGGGCATTGCCACCACCT

G0280976-1.

seq(1>8172)

—> [ CAGGCAACGTGGCGTGGTGTGCACTGTGTTTGCTGACGCAACCCCCACTGGTTGGGGCATTGCCACCACCT]

4410 4420 4430 4440 4450 4460 4470

GTCAGCTCCTTTCCGGGACTTTCGCTTTCCCCCTCCCTATTGCCACGGCGGAACTCATCGCCGCCTGCCTT

G0280976-1.

seq(1>8172)

—> [ GTCAGCTCCTTTCCGGGACTTTCGCTTTCCCCCTCCCTATTGCCACGGCGGAACTCATCGCCGCCTGCCTT]
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4480 4490 4500 4510 4520 4530 4540

GCCCGCTGCTGGACAGGGGCTCGGCTGTTCGGGCACTGACAATTCCGTGGTGTTGTCGGGGAAGCTGACGTC

G0280976-1.

seq(1>8172)

—> [ GCCCGCTGCTGGACAGGGGCTCGGCTGTTGGGCACTGACAATTCCGTGGTGTTGTCGGGGAAGCTGACGT(

4550 4560 4570 4580 4590 4600 4610

CTTTCCATGGCTGCTCGCCTGTGTTGCCACCTGGATTCTGCGCGGGACGTCCTTCTGCTACGTCCCTTCGG

G0280976-1.

seq(1>8172)

—> [ CTTTCCATGGCTGCTCGCCTGTGT TGCCACCTGGATTCTGCGCGGGACGTCCTTCTGCTACGTCCCTTCGQ

4620 4630 4640 4650 4660 4670 4680

CCCTCAATCCAGCGGACCTTCCTTCCCGCGGCCTGCTGCCGGCTCTGCGGCCTCTTCCGCGTCTTCGCCTT

G0280976-1.

seq(1>8172)

—> [ CCCTCAATCCAGCGGACCTTCCTTCCCGCGGCCTGCTGCCGGCTCTGCGGCCTCTTCCGCGTCTTCGCCTT]

4690 4700 4710 4720 4730 4740 4750

CGCCCTCAGACGAGTCGGATCTCCCTTTGGGCCGCCTCCCCGCCTGGAATTAATTCTGCAGTCGAGACCTA

G0280976-1

.seq(1>8172)

—> [ CGCCCTCAGACGAGTCGGATCTCCCTTTGGGCCGCCTCCCCGCCTGGAATTAATTCTGCAGTCGAGACCTA

4760 4770 4780 4790 4800 4810 4820

GAAAAACATGGAGCAATCACAAGTAGCAATACAGCAGCTACCAATGCTGATTGTGCCTGGCTAGAAGCACA

G0280976-1.

seq(1>8172)

—> | GAAAAACATGGAGCAATCACAAGTAGCAATACAGCAGCTACCAATGCTGATTGTGCCTGGCTAGAAGCACA

4830 4840 4850 4860 4870 4880 4890

AGAGGAGGAGGAGGTGGGTTTTCCAGTCACACCTCAGGTACCTTTAAGACCAATGACTTACAAGGCAGCTG

G0280976-1.

seq(1>8172)

—> [ AGAGGAGGAGGAGGTGGGTTTTCCAGTCACACCTCAGGTACCTTTAAGACCAATGACT TACAAGGCAGCTQ

4900 4910 4920 4930 4940 4950 4960 497(

TAGATCTTAGCCACTTTTTAAAAGAAAAGAGGGGACTGGAAGGGCTAATTCACTCCCAACGAAGACAAGAT

G0280976-1

.seq(1>8172)

—> [ TAGATCTTAGCCACTTTT TAAAAGAAAAGAGGGGACTGGAAGGGCTAATTCACTCCCAACGAAGACAAGAT]

4980 4990 5000 5010 5020 5030 5040

ATCCTTGATCTGTGGATCTACCACACACAAGGCTACTTCCCTGATTAGCAGAACTACACACCAGGGCCAGG

G0280976-1.

seq(1>8172)

—> [ ATCCTTGATCTGTGGATCTACCACACACAAGGCTACTTCCCTGATTAGCAGAACTACACACCAGGGCCAGQ
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5050 5060 5070 5080 5090 5100 5110

GGTCAGATATCCACTGACCTTTGGATGGTGCTACAAGCTAGTACCAGTTGAGCCAGATAAGGTAGAAGAGG

G0280976-1.

seq(1>8172)

—> [ GGTCAGATATCCACTGACCTTTGGATGGTGCTACAAGCTAGTACCAGTTGAGCCAGATAAGGTAGAAGAGA

5120 5130 5140 5150 5160 5170 5180

CCAATAAAGGAGAGAACACCAGCTTGTTACACCCTGTGAGCCTGCATGGGATGGATGACCCGGAGAGAGAA

G0280976-1.

seq(1>8172)

—> | CCAATAAAGGAGAGAACACCAGCTTGTTACACCCTGTGAGCCTGCATGGGATGGATGACCCGGAGAGAGAA

5190 5200 5210 5220 5230 5240 5250

GTGTTAGAGTGGAGGTTTGACAGCCGCCTAGCATTTCATCACGTGGCCCGAGAGCTGCATCCGGAGTACTT

G0280976-1.

seq(1>8172)

—> [ GTGTTAGAGTGGAGGTTTGACAGCCGCCTAGCATTTCATCACGTGGCCCGAGAGCTGCATCCGGAGTACTT]

5260 5270 5280 5290 5300 5310 5320

CAAGAACTGCTGATATCGAGCTTGCTACAAGGGACTTTCCGCTGGGGACTTTCCAGGGAGGCGTGGCCTGG

G0280976-1

.seq(1>8172)

—> [ CAAGAACTGCTGATATCGAGCTTGCTACAAGGGACTTTCCGCTGGGGACTTTCCAGGGAGGCGTGGCCTGQ

5330 5340 5350 5360 5370 5380 5390

GCGGGACTGGGGAGTGGCGAGCCCTCAGATCCTGCATATAAGCAGCTGCTTTTTGCCTGTACTGGGTCTCT

G0280976-1.

seq(1>8172)

—> [ GCGGGACTGGGGAGTGGCGAGCCCTCAGATCCTGCATATAAGCAGCTGCTTTTTGCCTGTACTGGGTCTCT]

5400 5410 5420 5430 5440 5450 5460

CTGGTTAGACCAGATCTGAGCCTGGGAGCTCTCTGGCTAACTAGGGAACCCACTGCTTAAGCCTCAATAAA

G0280976-1.

seq(1>8172)

—> [ CTGGTTAGACCAGATCTGAGCCTGGGAGCTCTCTGGCTAACTAGGGAACCCACTGCTTAAGCCTCAATAAA

5470 5480 5490 5500 5510 5520 5530

GCTTGCCTTGAGTGCTTCAAGTAGTGTGTGCCCGTCTGTTGTGTGACTCTGGTAACTAGAGATCCCTCAGA

G0280976-1

.seq(1>8172)

—> | GCTTGCCTTGAGTGCTTCAAGTAGTGTGTGCCCGTCTGTTGTGTGACTCTGGTAACTAGAGATCCCTCAGA

5540 5550 5560 5570 5580 5590 5600

CCCTTTTAGTCAGTGTGGAAAATCTCTAGCAGTAGTAGTTCATGTCATCTTATTATTCAGTATTTATAACT

G0280976-1.

seq(1>8172)

—> [ CCCTTTTAGTCAGTGTGGAAAATCTCTAGCAGTAGTAGTTCATGICATCTTATTATTCAGTATTTATAACT]
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5610 5620 5630 5640 5650 5660 5670 568(

TGCAAAGAAATGAATATCAGAGAGTGAGAGGCCTTGACATTGCTAGCGTTTACCGTCGACCTCTAGCTAGA

G0280976-1.

seq(1>8172)

—> [ TGCAAAGAAATGAATATCAGAGAGTGAGAGGCCTTGACATTGCTAGCGTTTACCGTCGACCTCTAGCTAGA

5690 5700 5710 5720 5730 5740 5750

GCTTGGCGTAATCATGGTCATAGCTGTTTCCTGTGTGAAATTGTTATCCGCTCACAATTCCACACAACATA

G0280976-1.

seq(1>8172)

—> [ GCTTGGCGTAATCATGGTCATAGCTGTTTCCTGTGTGAAATTGT TATCCGCTCACAATTCCACACAACATA

5760 5770 5780 5790 5800 5810 5820

CGAGCCGGAAGCATAAAGTGTAAAGCCTGGGGTGCCTAATGAGTGAGCTAACTCACATTAATTGCGTTGCG

G0280976-1.

seq(1>8172)

—> [ CGAGCCGGAAGCATAAAGTGTAAAGCCTGGGGTGCCTAATGAGTGAGCTAACTCACATTAATTGCGTTGCG

5830 5840 5850 5860 5870 5880 5890

CTCACTGCCCGCTTTCCAGTCGGGAAACCTGTCGTGCCAGCTGCATTAATGAATCGGCCAACGCGCGGGGA

G0280976-1.

seq(1>8172)

—> | CTCACTGCCCGCTTTCCAGTCGGGAAACCTGTCGTGCCAGCTGCATTAATGAATCGGCCAACGCGCGGGGA

5900 5910 5920 5930 5940 5950 5960

GAGGCGGTTTGCGTATTGGGCGCTCTTCCGCTTCCTCGCTCACTGACTCGCTGCGCTCGGTCGTTCGGCTG

G0280976-1.

seq(1>8172)

—> [ GAGGCGGTTTGCGTATTGGGCGCTCTTCCGCTTCCTCGCTCACTGACTCGCTGCGCTCGGTCGTTCGGCTQ

5970 5980 5990 6000 6010 6020 6030

CGGCGAGCGGTATCAGCTCACTCAAAGGCGGTAATACGGTTATCCACAGAATCAGGGGATAACGCAGGAAA

G0280976-1.

seq(1>8172)

—> [ CGGCGAGCGGTATCAGCTCACTCAAAGGCGGTAATACGGT TATCCACAGAATCAGGGGATAACGCAGGAAA

6040 6050 6060 6070 6080 6090 6100

GAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATA

G0280976-1.

seq(1>8172)

—> [ GAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATA

6110 6120 6130 6140 6150 6160 6170

GGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGCGAAACCCGACAGGACTA

G0280976-1.

seq(1>8172)

—> [ GGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTA
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6180 6190 6200 6210 6220 6230 6240

TAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGG

G0280976-1.

seq(1>8172)

—> [ TAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGQ

6250 6260 6270 6280 6290 6300 6310

ATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTT

G0280976-1.

seq(1>8172)

—> [ ATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTT]

6320 6330 6340 6350 6360 6370 6380 639(

CGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTA

G0280976-1.

seq(1>8172)

—> [ CGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTA

6400 6410 6420 6430 6440 6450 6460

TCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAA

G0280976-1.

seq(1>8172)

—> [ TCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACT TATCGCCACTGGCAGCAGCCACTGGTAA

6470 6480 6490 6500 6510 6520 6530

CAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACA

G0280976-1.

seq(1>8172)

—> | CAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACA

6540 6550 6560 6570 6580 6590 6600

CTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCT

G0280976-1.

seq(1>8172)

—> [ CTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCT]

6610 6620 6630 6640 6650 6660 6670

TGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAA

G0280976-1.

seq(1>8172)

—> [ TGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGT T TGCAAGCAGCAGATTACGCGCAGAAA

6680 6690 6700 6710 6720 6730 6740

AAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTT

G0280976-1.

seq(1>8172)

—> [ AAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTT]
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6750 6760 6770 6780 6790 6800 6810

AAGGGATTTTGGTCATGAGATTATCAAAAAGGATCTTCACCTAGATCCTTTTAAATTAAAAATGAAGTTTT

G0280976-1.

seq(1>8172)

—> [ AAGGGATTTTGGTCATGAGATTATCAAAAAGGATCTTCACCTAGATCCTTTTAAATTAAAAATGAAGTTTT]

6820 6830 6840 6850 6860 6870 6880

AAATCAATCTAAAGTATATATGAGTAAACTTGGTCTGACAGTTACCAATGCTTAATCAGTGAGGCACCTAT

G0280976-1.

seq(1>8172)

—> [ AAATCAATCTAAAGTATATATGAGTAAACTTGGTCTGACAGTTACCAATGCTTAATCAGTGAGGCACCTAT]

6890 6900 6910 6920 6930 6940 6950

CTCAGCGATCTGTCTATTTCGTTCATCCATAGTTGCCTGACTCCCCGTCGTGTAGATAACTACGATACGGG

G0280976-1.

seq(1>8172)

—> [ CTCAGCGATCTGTCTATTTCGTTCATCCATAGTTGCCTGACTCCCCGTCGTGTAGATAACTACGATACGGQ

6960 6970 6980 6990 7000 7010 7020

AGGGCTTACCATCTGGCCCCAGTGCTGCAATGATACCGCGAGACCCACGCTCACCGGCTCCAGATTTATCA

G0280976-1.

seq(1>8172)

—> [ AGGGCTTACCATCTGGCCCCAGTGCTGCAATGATACCGCGAGACCCACGCTCACCGGCTCCAGATTTATCA

7030 7040 7050 7060 7070 7080 7090 710C(

GCAATAAACCAGCCAGCCGGAAGGGCCGAGCGCAGAAGTGGTCCTGCAACTTTATCCGCCTCCATCCAGTC

G0280976-1.

seq(1>8172)

—> [ GCAATAAACCAGCCAGCCGGAAGGGCCGAGCGCAGAAGTGGTCCTGCAACTT TATCCGCCTCCATCCAGT(

7110 7120 7130 7140 7150 7160 7170

TATTAATTGTTGCCGGGAAGCTAGAGTAAGTAGTTCGCCAGTTAATAGTTTGCGCAACGTTGTTGCCATTG

G0280976-1.

seq(1>8172)

—> [ TATTAATTGTTGCCGGGAAGCTAGAGTAAGTAGT TCGCCAGT TAATAGT TTGCGCAACGTTGTTGCCATTQ

7180 7190 7200 7210 7220 7230 7240

CTACAGGCATCGTGGTGTCACGCTCGTCGTTTGGTATGGCTTCATTCAGCTCCGGTTCCCAACGATCAAGG

G0280976-1.

seq(1>8172)

—> [ CTACAGGCATCGTGGTGTCACGCTCGTCGTTTGGTATGGCTTCATTCAGCTCCGGTTCCCAACGATCAAGQ

7250 7260 7270 7280 7290 7300 7310

CGAGTTACATGATCCCCCATGTTGTGCAAAAAAGCGGTTAGCTCCTTCGGTCCTCCGATCGTTGTCAGAAG

G0280976-1.

seq(1>8172)

—> [ CGAGTTACATGATCCCCCATGT TGTGCAAAAAAGCGGT TAGCTCCTTCGGTCCTCCGATCGTTGTCAGAAQ
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7320 7330 7340 7350 7360 7370 7380

TAAGTTGGCCGCAGTGTTATCACTCATGGTTATGGCAGCACTGCATAATTCTCTTACTGTCATGCCATCCG

G0280976-1.

seq(1>8172)

—> [ TAAGTTGGCCGCAGTGTTATCACTCATGGTTATGGCAGCACTGCATAATTCTCTTACTGTCATGCCATCCQ

7390 7400 7410 7420 7430 7440 7450

TAAGATGCTTTTCTGTGACTGGTGAGTACTCAACCAAGTCATTCTGAGAATAGTGTATGCGGCGACCGAGT

G0280976-1.

seq(1>8172)

—> [ TAAGATGCTTTTCTGTGACTGGTGAGTACTCAACCAAGTCATTCTGAGAATAGTGTATGCGGCGACCGAGT]

7460 7470 7480 7490 7500 7510 7520

TGCTCTTGCCCGGCGTCAATACGGGATAATACCGCGCCACATAGCAGAACTTTAAAAGTGCTCATCATTGG

G0280976-1.

seq(1>8172)

—> [ TGCTCTTGCCCGGCGTCAATACGGGATAATACCGCGCCACATAGCAGAACTTTAAAAGTGCTCATCATTGQ

7530 7540 7550 7560 7570 7580 7590

AAAACGTTCTTCGGGGCGAAAACTCTCAAGGATCTTACCGCTGTTGAGATCCAGTTCGATGTAACCCACTC

G0280976-1

.seq(1>8172)

—> [ AAAACGTTCTTCGGGGCGAAAACTCTCAAGGATCTTACCGCTGTTGAGATCCAGT TCGATGTAACCCACT(

7600 7610 7620 7630 7640 7650 7660

GTGCACCCAACTGATCTTCAGCATCTTTTACTTTCACCAGCGTTTCTGGGTGAGCAAAAACAGGAAGGCAA

G0280976-1.

seq(1>8172)

—> [ GTGCACCCAACTGATCTTCAGCATCTTTTACTTTCACCAGCGTTTCTGGGTGAGCAAAAACAGGAAGGCAA

7670 7680 7690 7700 7710 7720 7730

AATGCCGCAAAAAAGGGAATAAGGGCGACACGGAAATGTTGAATACTCATACTCTTCCTTTTTCAATATTA

G0280976-1.

seq(1>8172)

—> [ AATGCCGCAAAAAAGGGAATAAGGGCGACACGGAAATGTTGAATACTCATACTCTTCCTTTTICAATATTA

7740 7750 7760 7770 7780 7790 7800 781(

TTGAAGCATTTATCAGGGTTATTGTCTCATGAGCGGATACATATTTGAATGTATTTAGAAAAATAAACAAA

G0280976-1

.seq(1>8172)

—> [ TTGAAGCATTTATCAGGGTTATTGTCTCATGAGCGGATACATATTTGAATGTATT TAGAAAAATAAACAAA

7820 7830 7840 7850 7860 7870 7880

TAGGGGTTCCGCGCACATTTCCCCGAAAAGTGCCACCTGACGTCGACGGATCGGGAGATCAACTTGTTTAT

G0280976-1.

seq(1>8172)

—> [ TAGGGGTTCCGCGCACATTTCCCCGAAAAGTGCCACCTGACGTCGACGGATCGGGAGATCAACTTGI TTAT
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7890 7900 7910 7920 7930 7940 7950

TGCAGCTTATAATGGTTACAAATAAAGCAATAGCATCACAAATTTCACAAATAAAGCATTTTTTTCACTGC

G0280976-1.

seq(1>8172)

—> [ TGCAGCTTATAATGGTTACAAATAAAGCAATAGCATCACAAATTTCACAAATAAAGCATTTTTTTCACTGQ

7960 7970 7980 7990 8000 8010 8020

ATTCTAGTTGTGGTTTGTCCAAACTCATCAATGTATCTTATCATGTCTGGATCAACTGGATAACTCAAGCT

G0280976-1.

seq(1>8172)

—> [ ATTCTAGTTGIGGTTTGTCCAAACTCATCAATGTATCTTATCATGTCTGGATCAACTGGATAACTCAAGCT]

8030 8040 8050 8060 8070 8080 8090

AACCAAAATCATCCCAAACTTCCCACCCCATACCCTATTACCACTGCCAATTACCTGTGGTTTCATTTACT

G0280976-1.

seq(1>8172)

—> [ AACCAAAATCATCCCAAACTTCCCACCCCATACCCTATTACCACTGCCAATTACCTGTGGTTTCATTTACT]

8100 8110 8120 8130 8140 8150 8160

CTAAACCTGTGATTCCTCTGAATTATTTTCATTTTAAAGAAATTGTATTTGTTAAATATGTACTACAAACT

G0280976-1.

seq(1>8172)

—> [ CTAAACCTGTGATTCCTCTGAATTATTTTCATTTTAAAGAAATTGTATTIGT TAAATATGTACTACAAACT]

8170

TAGTAGT

G0280976-1.

seq(1>8172)

— | TAGTAG



